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Supplementary Figure S2. Metabolites identified in principle metabolic pathways in SAMP1/kl-/- and HI156A-treated SAMP1/kl-
/- kidneys. Detected HMT Standard Metabolites are plotted on the pathway map. The bars/lines represent the relative areas covered by each
metabolite in the SAMP1/kl+/+ (blue), SAMP1/kl-/- (red), HL156A-treated SAMP1/kl-/- kidney tissues (green).
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