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Supplementary Figure 1. Expression and prognostic values of hsa-miR-29c-3p in chRCC (KICH) and pRCC (KIRP). (A) Expression
level of hsa-miR-29¢-3p in chRCC; (B) expression level of hsa-miR-29c-3p in pRCC; (C) prognostic value of hsa-miR-29¢-3p in pRCC. “p<0.05”
represents statistically significant.

www.aging-us.com 1 AGING



