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Supplementary Figure 1. Validation of knock-down of IncRNA-LALR1 in HCC cells. (A) qRT-PCR assay verifying the knock-down of
INcRNA-LALR1 in SMMC-7721 cells. (B) gRT-PCR assay verifying the knock-down of IncRNA-LALR1 in HepG2 cells. (C) FISH assay verifying the
knock-down of IncRNA-LALR1 in SMMC-7721 cells. *: P < 0.05; **: P < 0.01; ***: P <0.001; ns: no significant.
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Supplementary Figure 2. Knock-down of IncRNA-LALR1 has no effect on apoptosis and cell cycle of HCC cells. (A) The effect of
control group on apoptosis of SMMC-7721 cells. (B) The effect of IncRNA-LALR1-knockdown-1 cells on apoptosis. (C) The effect of IncRNA-
LALR1-knockdown-2 cells on apoptosis. (D) Knock-down of IncRNA-LALR1 has no effect on apoptosis of HCC cells. (E) The effect of control
group on cell cycle of SMMC-7721 cells. (F) The effect of IncRNA-LALR1-knockdown-1 cells on cell cycle. (G) The effect of IncRNA-LALR1-
knockdown-2 cells on cell cycle. (H) Knock-down of IncRNA-LALR1 has no effect on cell cycle of HCC cells. ns: no significant.

WWWw.aging-us.com

AGING



S

Relative mRNA expression
i

ns

Log,(TPM) SMMC-7721 shLALR1

* up-regulated genes (540)
« down-regulated genes (145)
* not differential expressed

Log,(TPM) SMMC-7721 NC

ns
ns

ns

ns

10

ns
ns

ns

GO Enrichment

protein-DNA complex subunit organization
DNA conformation change
protein-DNA complex assembly
chromosome organization

protein dimerization activity

protein heterodimerization activity
DNA packaging complex

nuclear part

chromosomal part

intracellular part

intracellular membrane-bounded organelle
intracellular organelle.
membrane-bounded organelle.
organelle

nucleosome organization:
protein-DNA complex

nuclear lumen

chromatin assembly.

chromatin silencing

nucleosome assembl

chromatin assembly or disassembl¥
chromatin organization

DNA packaging

chromosome

nucleoplasm

nucleus
intracellular:

DNA binding

nucleosome.

chromatin

.
.
.

0.05

0.10 015 0.20
Rich Factor

S SVMC-7721 NC
W SMMC-7721 shLALR1-1
Bl SMMC-7721 shLALR1-2

ns
ns ns

ns ns

"

»

Signi Num
® w
@ 0
[ B

Qualue

e
ors
050

025
00

Supplementary Figure 3. Differentially expressed genes after knock-down of Inc-LALR1 in HCC cells. (A) Knockdown of IncRNA-
LALR1 upregulates 540 genes and downregulates 145 genes (fold change>2,P <0.05). (B) GO analysis reveales that INcRNA-LALR1 was mainly
related with nuclear components and processes. (C) qRT-PCR assay showing the expression of the top 16 differentially expressed genes
expression and showing that knockdown of IncRNA-LALR1 significantly decreased SNORD72 and ID2 expression. *: P < 0.05; **: P < 0.01; ***:
P <0.001. ns: no significant.
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Supplementary Figure 4. Knock-down of IncRNA-LALR1 changed the expression of other snoRNAs to a lesser degree.
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Supplementary Figure 5. The expression and differentiation of other snoRNAs in HCC. (A) Bioinformatic analysis showing the
expression of SNORD51 in HCC tissues. (B) Bioinformatic analysis showing the expression of SNORA20 in HCC tissues. (C) Bioinformatic
analysis showing the expression of SNORD10 in HCC tissues. (D) Bioinformatic analysis showing the expression of SNORD14D in HCC tissues.

(E) The differentiation of SNORD51 in HCC. (F) The differentiation of SNORA20 in HCC. (G) The differentiation of SNORD10 in HCC. (H) The
differentiation of SNORD14D in HCC. *: P < 0.05; **: P<0.01; ***: P <0.001.
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Supplementary Figure 6. Overexpression of SNORD72 did not affect the expression and stability of IncRNA-LALR1 and
ribosome biogenesis. (A) gRT-PCR assay showing the effect of SNORD72 overexpressed on the expression of InNcRNA-LALR1. (B) The effect
of SNORD72 on the mRNA stability of INcRNA-LALR1. (C) gRT-PCR assay showing the effect of SNORD72 overexpressed on the expression of
18S. (D) gRT-PCR assay showing the effect of SNORD72 overexpressed on the expression of 285 in SMMC-7721 cells. ns: no significant.
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Supplementary Figure 7. LncRNA-LALR1 does not affect the biogenesis of ribosomes. (A) qRT-PCR assay showing the effect of
knockdown IncRNA-LALR1 on the expression of 18S in SMMC-7721 cells. (B) gRT-PCR assay showing the effect of INCRNA-LALR1 silencing on
the expression of 18S in HepG2 cells. (C) The effect of knockdown IncRNA-LALR1 on the expression of 28S in SMMC-7721 cells. (D) The effect

of INcRNA-LALR1 silencing on the expression of 28S in HepG2 cells. (E) Public database showing the location of SNORD72 in chromosome. ns:
no significant.
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