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SUPPLEMENTARY FIGURES 

 

 

 

 
 

Supplementary Figure 1. The prognosis-related HRGs were screened by the LASSO and multivariate Cox regression analysis. 
(A) Optimal parameter (lambda) selection in the LASSO model used ten -fold cross-validation via minimum cri teria . The partia l  l ikel ihood 
deviance (binomial deviance) curve was plotted versus log(lambda). Dotted vertical lines were drawn at the optimal  va lues  b y us ing the 
minimum cri teria and the I s tandard error of the minimum cri teria. (B) The coefficient profile plot was  produced against the log(lambda) 

sequence. Vertical l ine was drawn at the value selected using ten-fold cross-validation, where optimal lambda resulted in ten features  with 
nonzero coefficients . (C) Fol lowing LASSO regress ion analys is , the five HRGs  identi fied by multivariate Cox regress ion analys is .  
  



www.aging-us.com 2 AGING 

 

 

 

 

 

 

 

 
 

Supplementary Figure 2. Immune infiltration analysis of the five HRGs. The correlations  between the abundance of tumor-
infiltrating lymphocytes (TILs) and the expression (left panel), methylation (middle panel), and copy number a l teration (CNA, right panel ) 

levels  of HRGs . 
 

 



www.aging-us.com 3 AGING 

 
 

Supplementary Figure 3. The correlation analyses between expressions of the 5 HRGs and the area under the dose-response 

curve values for drugs. A P va lue < 0.05 and |correlation coefficient| > 0.2 was considered significantly correlative. The red dots represent 
pos itive correlation, which indicates that high expression of the gene is resistant to the drugs. The blue dots represent negative correlation, 
which indicates  that high express ion of the gene is  sens i tive to the drugs .  

 

 


