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Supplementary Figure 1. UNC5B mRNA expression is upregulated in breast cancer (TIMER and ONCOMINE). (A) UNC5B mRNA
expression levels between tumor tissues and adjacent normal tissues in 32 cancer types from TCGA. (B—D) UNC5B mRNA expression levels in
invasive ductal breast carcinoma compared with normal breast tissues. (E-G) UNC5B mRNA expression levels in lobular breast carcinoma
compared with normal breast tissues. (H, 1) UNC5B mRNA expression levels in mixed lobular and ductal breast carcinoma compared with
normal breast tissues. Data shown in Figure S1B-I are over-expression gene rank, related p - value, and fold change generated by Oncomine.

* p<0.05; **, p<0.01; *** p <0.001.
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Supplementary Figure 2. Differentially expressed genes associated with UNC5B in breast cancer (LinkedOmics). (A) Volcano
plot showing the relation of UNC5B to differentially expressed genes in breast cancer. (B) Pearson correlation between the expression of
UNC5B and COL5A1 in breast cancer. (C, D) Heat maps showing the top 50 genes positively and negatively correlated with UNC5B in breast
cancer.
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