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Supplementary Figure 1. The five EMT markers expression levels in different types of human cancers in TCGA dataset.
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Supplementary Figure 2. Kaplan-Meier survival curves comparing the high and low expression of CDH1 in different types of
human cancers in TCGA dataset.
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Supplementary Figure 3. Kaplan-Meier survival curves comparing the high and low expression of CDH2 in different types of
human cancers in TCGA dataset.
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Supplementary Figure 4. Kaplan-Meier survival curves comparing the high and low expression of SNAI1 in different types of
human cancers in TCGA dataset.
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Supplementary Figure 5. Kaplan-Meier survival curves comparing the high and low expression of SNAI2 in different types of
human cancers in TCGA dataset.
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Supplementary Figure 6. Kaplan-Meier survival curves comparing the high and low expression of TWIST1 in different types
of human cancers in TCGA dataset.
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Supplementary Figure 7. Kaplan-Meier survival curves comparing the high and low expression of VIM in different types of
human cancers in TCGA dataset.
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Supplementary Figure 8. Correlation of SNAI1 expression with tumor-infiltrating lymphocytes in different types of human
cancers in TCGA dataset.
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Supplementary Figure 9. Correlation of SNAI1 expression with 28 TILs in different types of human cancers in TCGA dataset.
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