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Supplementary Figure 1. Gene expression values of candidate genes in tumor and normal tissues.

www.aging-us.com

AGING



1.0

Survival rate
0.4 06 0.8

02

0.0

1.0

Survival rate
06 08

0.4

02

0.0

0.8 1.0

Survival rate
0.6

0.2 0.4

0.0

TCGA
= p=0.887231 542216969'
T T T T T T 1
0 1000 2000 3000 4000 5000 6000 7000
survival time
GSE41271

S

- p=0246837233483825
T T T T T 1
0 20 40 60 80 100 120
survival time
GSES50081

A

- p=0.0128797988459067
T T T T T 1
0 2 4 6 8 10 12

survival time

Survival rate

Survival rate

1.0

0.0

08

06

0.4

0.2

0.0

GSE30219

=1 p=0.359043641485468

0

I I I T 1
50 100 150 200 250

survival time

GSE42127

p=0.345425668969704

0

T T T T T 1
20 40 60 80 100 120

survival time

Supplementary Figure 2. Model performance of a four gene model.
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