SUPPLEMENTARY FIGURES

TP 2 Ot O e
I BT ET

o I T

°® “'0..
- 3 ) 7]
= .' §? { . ® \\\
B 5 | | sy
16 I~ - \\\: = 1 \\“
£ = 1 = O~
1= — = . -
= J— ‘ : ! -
15 1= = ‘ z
— \ ’/

T mi
W

;3**
/s—i-
/\$

e | | (/ ‘- \\ .-...'

“; |
SN / e [T\
S5

~ T I,'
'\ 4

v A

\ \

T 1m y w LR

il

=i e A
[{e]

Supplementary Figure 1. Distribution of the DEAGs on chromosomes. A total of 307 human AGs obtained from HAGR were
distributing on all chromosomes, except sex chromosome Y.
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A TCGA Test B TCGA Test

Variables p-value Hazard ratio (95%) H Variables p-value Hazard ratio (95%) i
Age 0.194 1.299(0.875-1.927) p—w=——i Age 0.400 1.193(0.791-1.799) |—:—-—|
Gender 0.010 1.680 (1.130-2.500) —=—— Gender 0.023 1.624(1.070-2.464) :I—I—|
Grade 0.976 0.996 (0.777-1.277) i~ Grade 0.973 0.996 (0.770-1.287) |—f—|
Stage 0.615 1.121(0.718-1.749) —s—— Stage 0.952 0.976 (0.449-2.124)—s—
T 0.589 1.115(0.751-1.655) 4=— T 0.859 1.059 (0.561-1.999) »—'h—c
N 0.320 1.194 (0.842-1.694) +H=— N 0.192 1.316 (0.871-1.987) I-i—l—|
M 0.964 1.019 (0,448—2,316)»—|—| M 0.994 1.003 (0.437-2.300)|—+—|
Risk score 0.022 1573 (1.068-2.316) i—s=——  Riskscore 0.036 1.520 (1.027-2.251)  }—=—o
0.0 10 20 0.0 10 20
Hazard ratio Hazard ratio
C GEO (GSE65858) D GEO (GSE65858)
Variables p-valueHazard ratio (95%) Variables p-value Hazard ratio (95%) i
Age 0.383 1.199 (0.797-1.803) k= Age 0.560 1.133(0.744-1.724) l-lh—l
Gender 0.862 0.954 (0.563—1.616)*!* Gender  0.811 0.937 (0.550-1.596) |-i:—|
Stage  0.015 2.257 (1.168-4.362) —=—ro Stage 0.807 0.881 (0.318—2440)»—-'—1
T <0.001 2.918 (1.805-4.719) ! +=— T 0.002 2.778 (1.473-5.240) E —_
N 0.158 1.394 (0.879-2.212) k=~ N 0.661 1.138(0.638-2.029) I-Ih—l
M 0.002 3.702(1.633-8.395) ; —=—— M 0.045 2.428 (1.021-5.774) Il—-—c
Risk score 0.010 1.239 (1.052-1.459) In Risk score 0.013  1.238 (1.045-1.466)
r—r—r 1—|—|—|—|—|
0 4 8 0 2 4
Hazard ratio Hazard ratio
E F
TCGA All TCGA All
Variables p-value Hazard ratio (95%) : Variables p-value Hazard ratio (95%) :
Age 0.077 1.284(0.974-1.694) i=— Age 0.085 1.284 (0.966-1.705) =
Gender  0.038 1.355(1.016-1.807) i_ Gender  0.135 1.255(0.932-1.689) 4--.
Grade  0.922 0.992 (0.847—1.163)1-:-« Grade 0.635 1.041 (0.882-1.228) |-|-.
Stage 0.246 1.214 (0.875-1.683) I-!- — Stage 0.962 0.985 (0.537-1.808) l—i—i
T 0.154 1.231(0.925-1.640) H-=—i T 0.735 1.087 (0.669-1.766) |—-—|
N 0.141 1.210 (0.939-1.560) |:——| N 0.067 1.328 (0.980-1.798) i-.—a
M 0.174 1.337 (0.879-2.032) .-;— — M 0.272 1.268 (0.830-1.939) H-=—i
Risk score <0.001 2.148 (1.619-2.850) : —=—— Risk score <0.001 2.202 (1.650-2.939) b ——
O!O I 1|0 I 2l.0 I 00 10 20
Hazard ratio Hazard ratio

Supplementary Figure 2. Univariate and multivariate cox regression analyses of OS in HNSCC patients with other data sets.
(A, B) Clinicopathological parameters of the patients in the TCGA test set using univariate and multivariate Cox regression analyses,
respectively. (C, D) Clinicopathological parameters of the patients in the GEO (GSE65858) data set using univariate and multivariate Cox
regression analyses, respectively. (E, F) Clinicopathological parameters of the patients in the TCGA all data set using univariate and
multivariate Cox regression analyses.
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Supplementary Figure 3. Other single GSEA figures in the high-risk and low-risk groups. Single GSEA showing galactose
metabolism (A), nitrogen metabolism (B), the ERBB signaling pathway (C), pathway in cancer (D), cytokine_cytokine receptor interaction (E),
intestinal immune network for IgA production (F), arachidonic acid metabolism (G), fatty acid metabolism (H) and linoleic acid metabolism (I).
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