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Supplementary Figure 1. The violin plot of differential expression of m6A genes between localized and metastatic tumor.
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Supplementary Figure 2. Correlation analysis among m6A regulatory genes. The cross signal (X) indicates no statistical
significance. Positive and negative correlations are shown in red and blue, respectively. A darker color of circle indicates a stronger
correlation.
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Supplementary Figure 3. The process of Lasso regression analysis.
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Supplementary Figure 4. The landscape of immune abundance of 22 leukocyte subtypes in each ACC samples. ACC,

Adrenocortical carcinoma.
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