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Supplementary Figure 1. The expression differences of the 16 CRRS genes between adjacent normal and BCa samples in the TCGA cohort
(A) and GSE32894 cohort (B) via Wilcoxon signed-rank tests.
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Supplementary Figure 2. The prognostic values of the 16 CRRS genes in the TCGA cohort.
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Supplementary Figure 3. The prognostic values of the 16 CRRS genes in the GSE32894 cohort.
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Supplementary Figure 4. The immunohistochemical staining of the CRRS genes in human normal and BCa tissues.
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Supplementary Figure 5. The association between CRRS and the IC50 values of doxorubicin (A), gemcitabine (B), methotrexate (C), and
vinblastine (D) in the BCa cell lines.
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