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Supplementary Figure 1. Correlation between key genes.
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pvalue Hazard ratio )
TFDP1 0.030  0.735(0.557-0.971) —t—
LMNB2 0004  0.719(0.576-0.899) -
FEN1 0.013  0.743(0.588-0.938) '
GRB14 0.019  1.327(1.047-1.681) ‘——
SAC3D1 0.010 0.733(0.579-0.929) =
CHEK1 0.048  0.797(0.637-0.998) [ ——
DNAJC9 0.015  0.661(0.473-0.922) ——,
MASTL 0.030  0.703(0.512-0.967) — —,
KIF24 0.006  0.605(0.425-0.863) | —
UPK1B 0.001 1.242(1.087-1.420) ' —.—
KIF15 0.037  0.804(0.655-0.987) ——
HBB 0.014  1.148(1.028-1.283) -
CHAF1A 0.002 0 646(0.489-0.853) —a—
CKAP2 0049  0.796(0.635-0.999) —a—f
UHRF1 0.008 0.759(0.619-0.931)
THOP1 0.008  0.701(0.539-0.913) —— !
BRIP1 0.017  0.612(0.409-0.916) [l
MTBP 0.038  0.693(0.490-0.980) il
INCENP 0.001  0.616(0.459-0.827) —— 1
BST1 0.006  1.478(1.117-1.956) R S S—
TTF2 0.012  0.678(0.501-0.917) ——,
GINS4 0.022  0.723(0.547-0.955) — —,
GPSM2 0.006  0.687(0.526-0.898) ——
E2F2 0.003  0.748(0.618-0.906) [—l
ZNF367 0.010  0.643(0.460-0.901) _—
ASF1B 0.021 0.814(0.683-0.969) = —
USP1 0.009  0.636(0.452-0.894) —_—
ADH4 0.010  1.149(1.033-1.279) -
EZH2 0.016  0.741(0.580-0.946) - —,
GTPBP3 0.019  0.629(0.427-0.926) —l—
TMEM201 0.030 0.669(0.465-0.961) —_—y!
GAD1 0.013 0.762(0.615-0.944) - —!
POLQ 0.021  0.775(0.624-0.962) = —h
PGAMS 0.032 0.733(0.552-0.974) [ —
L2HGDH 0.047  0.709(0.504-0.996) —a—
RADS4L 0.019  0.761(0.605-0.956) ——
ZNF74 0.039  0.664(0.450-0.980) ._m
PKMYT1 0.034  0.797(0.647-0.983)
CLSPN 0.031 0.709(0.518-0.969) | S —
DCLRE1B 0.026 0.613(0.399-0.942) [ —)
VSNL1 0.034 0.870(0.765-0.990) - =
KIF188 0.038  0.748(0.568-0.984) — —
DNMT1 0.022  0.693(0.506-0.948) ——
SPC24 0.039  0.786(0.626-0.988)
RNF43 0.003 0.779(0.660-0.919) - -
SLC5A8 0.045  0.788(0.625-0.995) — —
SASS6 0.031 0.670(0.465-0.965) —_ —
ERCCBL 0.019  0.679(0.491-0.939) ——t s
MAGEA3 0.048  1.107(1.001-1.223)
CDC25A 0.025  0.776(0.621-0.969) - —,
SMC1A 0.015  0.648(0.457-0.920) —— |
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Supplementary Figure 2. Univariate Cox analysis of the prognostic value of key genes.
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Supplementary Figure 3. The 16 genes were selected by least absolute shrinkage and selection operator. (LASSO) Cox analysis
in TCGA dataset and histogram of coefficient.
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