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Supplementary Figure 1. The result of microarray analysis in A549 cells expressing shCtrl and shCPSF6.
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Supplementary Figure 2. The change of p-AKT and PI3K in A549 cells expressing shCtrl and shCPSF6 by western blot.
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Supplementary Figure 3. The correlation between the expression of the screened key molecule mRNA (ATF2, GSK3B, IRS1, JUN, MDM2,
MET) and the expression of CPSF6 mRNA in TCGA datasets.
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Supplementary Figure 4. The correlation between the expression of CPSF6 with the expression of the Bcl-2, Bcl-2L1, Mcl-1 by GEPIA
datasets.
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