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Altered in 166 (95.4%) of 174 samples. Low-risk 2 Altered in 157 (91.28%) of 172 samples. High-risk
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Supplementary Figure 1. Somatic variants and TMB in the TCGA cohort. (A) Oncoprint plot displaying the top 20 frequently
mutated genes in low-risk groups. (B) Oncoprint plot displaying the top 20 frequently mutated genes in high-risk groups. (C) Somatic TMB
between high- and low-risk groups in the TCGA cohort. Abbreviation: TMB: tumor mutational burden.
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