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Supplementary Figure 1. The K-M survival analysis of 8 hub genes in TCGA-THCA. The K-M survival analysis of TFF1 (A), TOB1 (B),
KIF20A (C), NMU (D), PLAAT3 (E), TSPAN13 (F), CPE (G) and TOP2A (H) in TCGA-THCA. The expression of TFF1 was not significantly
correlated with the prognosis of PTC patients, the expression of TOB1, PLAAT3, TSPAN13 and CPE was significantly positively correlated

with the prognosis of PTC patients (All p < 0.05), and the expression of KIF20A, NMU and TOP2A was significantly negatively correlated with
the prognosis of PTC patients (All p < 0.05).

WWW.aging-us.com

AGING



