SUPPLEMENTARY FIGURES
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Supplementary Figure 1. (A) The expression distribution of SLC1A5 in normal organs and tumor tissues of men and women is shown in
the anatomical diagram of human organs. (B) Statistical graph of immunohistochemical staining results of SLC1A5 expression levels in
glioma tissue and normal brain tissue. (C, D) Statistical results of transwell migration experiments following SLC1A5 knockdown in U251 and
U118 cell lines. The labeled asterisk indicates the statistical p value ("p < 0.05, “"p < 0.01, **p < 0.001).

www.aging-us.com 1 AGING



A SLC1A5-GBM-PRJNA482620_anti-PD-1
20 Wilcoxon
p=095
215
o
L
= group
'é i : ] E:{I Non-Responder (NR)
Q‘ : ‘ 5 Responder (R)
w
i3 .
g i)
s \l
Non-Responder (NR) Responder (R)
C SLC1A5-Melanoma-GSE106128_DCs
250 Wilcoxon
p=0.99
s
&
w 200
ps group
§ Eﬂ Non-Responder (NR)
g‘ :] Responder (R)
L:; 150
c |
Lo
(0} L =
100
Non-Responder (NR) Responder (R)
E SLC1A5-RCC-Braun_2020_anti-PD-1
34
Wilcoxon
° p=059
232 .
o —_—
& 2 :
= il group
§ A . [:I Non-Responder (NR)
o -
‘9-30 :—] Responder (R)
r
5
(O]
28

Non-Responder (NR)

Responder (R)

300

n
o
o

Gene Expression (FPKM)
2
o

SLC1A5-Melanoma-GSE78220_anti-PD-1

Wilcoxon
p =0.0071

==

ﬁ

group
£ Non-Responder (NR)
E Responder (R)

Non-Responder (NR)

Responder (R)

D SLC1A5-Melanoma-Nathanson_2017_anti-CTLA-4

group
E] Non-Responder (NR)
:1 Responder (R)

group
——{ Non-Responder (NR)

i] Responder (R)

Wilcoxon
100 p=0.14
g
a 80
L
b=
2
(73
@ 60
(=%
>
w
o
5 f=‘=]
& 40 I ‘
20 ™
Non-Responder (NR) Responder (R)
F SLC1A5-RCC-Braun_2020_EVEROLIM
34
Wilcoxon
p=03
.33
g
o DG S.—
w e
c32 Y
k=] e
2 - it
Qo i
1% 31 -
2
I}
30
29
Non-Responder (NR) Responder (R)

Supplementary Figure 2. Differential expression between responders and nonresponders. (A) The expression levels of SLC1A5
in responders and nonresponders among GBM patients following ai-PD-1 treatment in the PRINA482620 cohort. (B) The expression levels
of SLC1AS5 in responders and nonresponders among melanoma patients following ai-PD-1 treatment in the GSE78220 cohort. (C) The
expression levels of SLC1A5 in responders and nonresponders among melanoma patients following DC treatment in the GSE106128 cohort.
(D) The expression levels of SLC1AS5 in responders and nonresponders among melanoma patients following anti-CTLA4 treatment in the
Nathanson_2017 cohort. (E) The expression levels of SLC1A5 in responders and nonresponders among renal cell carcinoma patients
following anti-PD-1 treatment in the Braun_2020 cohort. (F) The expression levels of SLC1AS in responders and nonresponders among renal

cell carcinoma patients following EVEROLIM treatment in the Braun_2020 cohort.
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Supplementary Figure 3. Survival analysis of patients after immune checkpoint inhibitor therapy. (A) Kaplan-Meier survival
curves of GBM patients in the low expression and high expression subgroups of SLC1AS following anti-PD-1 treatment in the PRINA482620
cohort. (B) Kaplan—Meier survival curves of melanoma patients in the low expression and high expression subgroups of SLC1A5 following
anti-PD-1 treatment in the GSE78220 cohort. (C) Kaplan—Meier survival curves of melanoma patients in the low expression and high
expression subgroups of SLC1A5 following DC treatment in the GSE106128 cohort. (D) Kaplan—Meier survival curves of melanoma patients
in the low expression and high expression subgroups of SLC1A5 following anti-CTLA-4 treatment in the Nathanson_2017 cohort. (E)
Kaplan—Meier survival curves of renal cell carcinoma patients in the low expression and high expression subgroups of SLC1A5 following
anti-PD-1 treatment in the Braun_2020 cohort. (F) Kaplan—Meier survival curves of renal cell carcinoma patients in the low expression and
high expression subgroups of SLC1A5 following EVEROLIM treatment in the Braun_2020 cohort.
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