SUPPLEMENTARY FIGURES

A B Clusters

Patient

RJLC10
RJLC11
RJLC12
RJLC13.1

RJLC13.2
RJLC14
RJLC15
RJLC16
RJLC17
RJLC18
RJLCS8
RJLCS

UMAP
X
UMAP_2

ar

UMAP_1

Supplementary Figure 1. Single-cell dimensionality reduction clustering. (A) A UMAP plot showing the cell distribution
characteristics in 12 samples. (B) A UMAP plot showing all cells were clustered into 13 clusters.
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Supplementary Figure 2. t-SNE plot showing the distribution characteristics of samples in bulk RNA-seq.
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Supplementary Figure 3. Assessing differences in immune cell infiltration in high- and low-risk groups using 7 algorithms.
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