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Supplementary Figure 1. Venn diagram of mitochondrial-related genes of the four data sets.
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Supplementary Figure 2. Results of GO enrichment analysis.
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Supplementary Figure 3. Results of KEGG enrichment analysis.
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Supplementary Figure 4. PPl network of the 92 MRGs.
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Supplementary Figure 5. Sankey diagram to reveal the distribution of samples.
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Supplementary Figure 6. Distribution of samples after PCA.
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Supplementary Figure 7. Kaplan—Meier survival analysis of the six genes in the GSE21257 dataset.
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Supplementary Figure 8. The calibration curve at 1-year.
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