
KEGG PROT EASOM E 

KEGG DNA REPLICATION 
- -

KEGG PARKINSONS DISEASE 
- -

KEGG OXIDATIVE PHOSPHORYLATION 
- -

KEGG CELL CYCLE 
- -

KEGG PENTOSE PHOSPHATE PATHWAY 
- - -

KEGG HUNTINGTONS DISEASE 
- -

KEGG PYRIMIDINE METABOLISM 
- -

KEGG ALZHEIMERS DISEASE 
- -

KEGG PORPHYRIN AND CHLOROPHYLL METABOL 

ISM 

- - - -

KEGG GLUTATHIONE METABOLISM 
- -

KEGG MISMATCH REPAIR 
- -

KEGG GLYCOL YSIS GLUCONEOGENESIS 
- -

KEGG GLYOXYLATE AND DICARBOXYLATE META 
- - - -

BOLISM 

KEGG CITRATE CYCLE TCA CYCLE 
- - - -

KEGG FOLATE BIOSYNTHESIS 
- -

KEGG PROTEIN EXPORT 
- -

KEGG RIBOSOME 

KEGG CYSTEINE AND METHIONINE METABOLISM 
- - - -

KEGG PURINE METABOLISM 
- -

KEGG BIOSYNTHESIS OF UNSATURATED FATTY 
- -

ACIDS 

KEGG LINOLEIC ACID METABOLISM 
- - -

-

KEGG PENTOSE AND GLUCURONATE INTERCON 
- - - -

VERSIONS 

KEGG TASTE TRANSDUCTION 
- -

KEGG RNA POLYMERASE 
- -

KEGG BASE EXCISION REPAIR 
- - -

Supplementary Table 3. KEGG pathways identified by GSVA between two CoCu-DEG clusters. ID 

logFC AveExpr 

-0.514214 -0.021759

-0.482361 -0.022075

-0.378733 -0.019199

-0.382917 -0.018117

-0.362096 -0.018108

-0.315492 -0.018257

-0.327929 -0.017175

-0.317194 -0.019189

-0.309114 -0.021003

-0.253645 -0.037944

-0.268108 -0.026108

-0.403678 -0.022138

-0.224116 -0.02313

-0.313339 -0.024252

-0.351093 -0.021677

-0.296017 -0.033599

-0.371446 -0.017624

-0.440127 -0.00877

-0.221775 -0.031035

-0.214263 -0.02317

-0.262007 -0.026117

0.226297 -0.020138

-0.250299 -0.044244

0.148467 -0.013728

-0.312704 -0.020275

-0.306597 -0.014459

t P.Value adj.P.Val B 

-15.13745 4.46E-43 8.29E-41 87.1137 

-12.71471 2.13E-32 1.99E-30 62.77938 

-12.24435 1.99E-30 1.23E-28 58.29693 

-11.78579 1.51 E-28 7.02E-27 54.0164 

-11.62397 6.81 E-28 2.53E-26 52.52797 

-11.55217 1.32E-27 4.1 0E-26 51.87143 

-11.41412 4.72E-27 1.25E-25 50.61573 

-11.22323 2.70E-26 6.27E-25 48.89426 

-11.20395 3.21 E-26 6.64E-25 48.72142 

-11.10722 7.71 E-26 1.43E-24 47.85664 

-10.93837 3.52E-25 5.95E-24 46.35824 

-10.88529 5.65E-25 8.76E-24 45.89016 

-10.73678 2.11 E-24 3.02E-23 44.58794 

-10.1213 4.43E-22 5.89E-21 39.31444 

-10.10571 5.06E-22 6.28E-21 39.18348 

-10.05187 8.00E-22 9.30E-21 38.73245 

-9.932249 2.20E-21 2.40E-20 37.73595 

-9.91832 2.47E-21 2.55E-20 37.62045 

-9.547269 5.38E-20 5.27E-19 34.58441 

-9.482597 9.13E-20 8.49E-19 34.06345 

-9.46166 1.08E-19 9.59E-19 33.89533 

9.438958 1.30E-19 1.1 0E-18 33.71333 

-9.409991 1.65E-19 1.33E-18 33.48155 

9.355618 2.56E-19 1.98E-18 33.04784 

-9.318326 3.46E-19 2.57E-18 32.75141 

-9.254452 5.78E-19 4.14E-18 32.24562 















Supplementary Table B. Lists of drugs in CTRP and PRISM. 

CTRP PRISM 

968 

16-beta-bromoandrosterone

1 S,3R-RSL-3

3-CI-AHPC

5-fluorouracil

A-804598

AA-COCF3

abiraterone

ABT-199

ABT-737

AC55649

afatinib

AGK-2 

alisertib 

alvocidib 

AM-580 

apicidin 

AT13387 

AT-406 

AT7867 

austocystin D 

avicin D 

avrainvillamide 

axitinib 

AZ-3146 

azacitidine 

AZD1480 

AZD4547 

AZD6482 

AZD7545 

AZD7762 

AZD8055 

B02 

bafilomycin A 1 

barasertib 

bardoxolone methyl 

Bax channel blocker 

BCL-LZH-4 

BEC 

belinostat 

10-deacetylbaccatin

10-hydroxycamptothecin

12-O-tetradecanoylphorbol-13-acetate

1-azakenpaullone

1-naphthyl-PP1

1-phenylbiguanide

2,3-DCPE

2-MeCCPA

2-methoxyestradiol

3-ami no-benzamide

3-deazaneplanocin-A

3-fluorobenzylspiperone

4-( 4-fluorobenzoyl)-1-( 4-phenyl butyl)-piperid

ine

4-chlorophenylguanidine

4E1 RCat

4-hyd roxy-phenazone

4-iodo-6-phenylpyrimidine

4-methylgenistein

4-methylhistamine

4-pyrimidinecarbonitrile

5-fluorouracil

5-hydroxymethyl-tolterodine

7-ami nocephalosporan ic-acid

7-hydroxystaurosporine

7-nitroindazole

8-bromo-cG MP

8-hydroxy-PIPAT

9-aminoacridine

A61603

A-674563

A-803467

abemaciclib

abiraterone

abiraterone-acetate

ABT-702

ABT-737

ABT-751

AC-264613

ACDPP

acesulfame-potassium





































































Supplementary Table 9. List of potential therapeutic agents for LUAD patients with h igh-risk scores. 

Drug 

name 

paclitaxel 

Source 

CTRP 

MOA 

(mechanism 

of action) 

Tubulin 

inhibitor 

Targets Clinical trials in lung 

(https://pubchem.ncb cancer 

i.nlm.nih.gov/) 

PON1, Abcb1a, 

UGT1A 1, UGT1A4, 

UGT2810, UGT287, 

UGT1A6, BATF3, 

CD74, CD83, CYBB, 

Fcgr1, H2-Aa, 

H2-DMa, H2-M3, 

H2-T23, MAP3K14, 

PSMB9, TNF, 

TUBB4A, TUBB, 

TUBA3C, TUBA1B, 

TUBA4A, TUBB4B, 

TUBB3, TUBB2A, 

TUBBS, TUBA3E, 

TUBA1A, TUBA1C, 

TUBB6, TUBB2B, 

TUBB1, NRG1, SRC, 

NFE2, NULL, EPHA5, 

TRIM5, MET, CYP1B1, 

AURl-<A, CYP3A5, 

CXCLB, NOTCH1, 

SLCO183, STMN1, 

BDNF, KRAS, GSTP1, 

ABCC1, BCL2, 

PIK3CG, FOS, 

ABCC2, NR1I2, SOD2, 

ABCB1, GSTM1, PGP, 

(https ://clinicaltri al s.g ov/) 

Phase 4 

Experimental 

evdience 

in lung cancer 

(https://p ubmed. nc 

bi.nlm.nih.gov/) 

PMID 9473739 

Drug targets CMap Correlation Correlation AUC AUC Wilcox 

mRNA Log2FC Score Coefficient P-value Log2FC FDR 

(normal and 

tumor) 

1 .043919 -71.26 -0.4274251 1.27E-23 0.4 7697598 2.02E-11 
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