SUPPLEMENTARY MATERIALS

Supplementary Figures

A B

macromolecular complex . . ) .
transmembrane receptor protein tyrosine kinase activity
cytoplasm ® bindi
) ) “logso(pvalue) enzyme binding
h =
mitochondrion I cytokine activity Ioim(pva\ue)
nucleus : protein homodimerization activity ! :
endoplasmic reticulum 4 BH3 domain binding i
cytosol ' count RNA polymerase Il sequence-specific DNA binding transcription factor binding{ * o
T a count
extracellular region ® P protein kinase binding{ © .
nucleoplasm- ® : - protein binding : M
extracellular space|® ubiquitin protein ligase binding{
Bcl-2 family protein complex: « identical protein binding{®
0.000 0.003 0.006 0.009 0.012 0e+00 2e-04 de-04

Supplementary Figure 1. GO enrichment analysis shows the cellular components and molecular function of 73
overlapping genes. (A) GO enrichment analysis shows the intersection target genes in cellular components localization and the
top 10 results were displayed. (B) GO enrichment analysis shows the intersection target genes in molecular function localization
and the top 10 results were displayed.
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Supplementary Figure 2. The expression levels of MMP3, MMP9, TIMP1 and VEGFA in CRC cell lines were detected
by qRT-PCR.



