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This article has been corrected: The authors recently found that the formula for the EpiAgePublic model shown in
the “Development and application of the EpiAgePublic model to investigate biological aging dynamics” section
contains a typographical error. Specifically, the coefficient for cg24724428 was incorrectly presented as —30.44,
whereas the correct value is +30.44.

The model calculates beta values using the formula:

(Begsossress *122.70+ Bpirrrr % 2485+ B, puazg x 30.44) — 42.91.

The authors stated that this correction does not affect the experimental outcome or conclusions of the study. The
authors sincerely apologize for any inconvenience caused.
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