Supplementary Material 1. Visualizations of partial hallmark and total aging score distributions for the 13 aging-related diseases obtained in sampling.
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Supplementary Material 1
This file contains visualizations of pre-normalization resampled scores for all 14 ARDs presented in Figures 1-2 of the main text. For reproduction purposes, all these visualizations may be obtained from the demonstration notebook deposited at the accompanying GitHub repository.
In the following visualizations, the red dashed line represents the mean scores (partial or total) obtained from 250 resamplings. All images obtained with Plotly v5.23.0 for Python v3.11
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Hallmark Score Distributions for Parkinson Disease
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Hallmark Score Distributions for Osteoporosis
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Hallmark Score Distributions for Osteoarthritis
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Hallmark Score Distributions for Obesity
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Hallmark Score Distributions for Idiopathic Pulmonary Fibrosis
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Hallmark Score Distributions for Cirrhosis Of Liver
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Hallmark Score Distributions for Chronic Obstructive Pulmonary Disease
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Hallmark Score Distributions for Chronic Kidney Disease
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Hallmark Score Distributions for Amyotrophic Lateral Sclerosis
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Resampling Analysis for Amyotrophic Lateral Sclerosis
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Resampling Analysis for Type 2 Diabetes Mellitus
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Resampling Analysis for Rheumatoid Arthritis
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Resampling Analysis for Pulmonary Arterial Hypertension
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Resampling Analysis for Primary Myelofibrosis
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Resampling Analysis for Parkinson Disease
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Resampling Analysis for Osteoporosis
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Resampling Analysis for Osteoarthritis
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Resampling Analysis for Obesity
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Resampling Analysis for Idiopathic Pulmonary Fibrosis
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Resampling Analysis for Cirthosis Of Liver
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Resampling Analysis for Chronic Obstructive Pulmonary Disease
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Resampling Analysis for Chronic Kidney Disease
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Hallmark Score Distributions for Type 2 Diabetes Mellitus
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Hallmark Score Distributions for Rheumatoid Arthritis
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Hallmark Score Distributions for Pulmonary Arterial Hypertension
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Hallmark Score Distributions for Primary Myelofibrosis
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