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Supplementary Figure 1. Bar chart of the predictive genes in the transcriptional clock with the highest importance.
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Distribution of Pairwise Sample Correlations by Cell Type
1.00

. .
L]
.
L]
0.75

1
I
s
T
.I.
l_
I
T
-1
=
|

c
E=]
5 s
= L L] L ]
3 ' H i
g g 3
£o050 ' i ' .
£ I
! .
L] l '
.
. |
]
.
0.25 H H
. 1
N
L ]
b L]
S o N R S SR - . F E F LS g &S
52 & & o © © J & o © K\ o & K S R 3 < & oL S
& N ¥ NUES \,\dg' &g AR AN &*3' ¥ o8 R
Cell Type

Supplementary Figure 2. Boxplots of pairwise Pearson correlation coefficients between RNAseq samples and
pseudo-RNAseq samples generated from untreated cell lines contained in the LINCS database.
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