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This article has been corrected: The authors identified an error in the assembly of Figure 7A. Specifically, the image 
of transwell invasion assay intended to represent the siRNC (negative control) group in the SENP3 gene panel was 
erroneously replaced with the image from the siRNA group. This was an oversight during the figure preparation 
process. 
 
The Figure 7A SENP3 siRNC panel has been replaced by the authors using data from the original experiments. This 
correction does not change the conclusions of the publication. 
 
The corrected version of Figure 7 is provided below. 
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Figure 7. Cell invasion after the suppression of genes, ARID1A, CSMD1, and SENP3 by siRNA. The images of transwell invasion 

assay shown in (A) were scanned, quantified, and plotted in (B–D, respectively). 
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