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Supplementary Figure 1. Scatter plots of the association of SPARE- BAA with each of the five epigenetic clocks.
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IEAA vs. In(AD-PS+1)

EEAA vs. In(AD-PS+1)
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Supplementary Figure 2. Scatter plots of the association of In(AD-PS + 1) with each of the five epigenetic clocks.
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Epigenetic Clock B (95% CI) P-value

IEAA —— -0.0017 (-0.0101, 0.0068)  0.70
EEAA I 0.0050 (-0.0035, 0.0135)  0.25
AgeAccelPheno I 0.0054 (-0.0038, 0.0146)  0.25
DunedinPACE - 0.0016 (-0.0082, 0.0114)  0.75
AgeAccelGrim2 —— 0.0163 (0.0048, 0.0277)  <0.01
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Supplementary Figure 3. Associations of the five epigenetic aging clocks with In(AD-PS + 1), excluding 46 women who were diagnosed with
MCI or AD prior to the MRI scan from linear regression models adjusting for chronological age, hormone therapy trial arm, education,
smoking status, race, and ethnicity, physical activity, BMI, diabetes, cardiovascular disease, cancer, and blood cell composition (models for
IEAA and EEAA did not include blood cell composition).
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