SUPPLEMENTARY DATA
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Tables 1-4 of this manuscript.

Supplementary Table 1. Gene Ontology (GO) of genes
regulated with age in the sarcopenic gastrocnemius
muscle by RNAseq.

Supplementary Table 2. List of genes differentially
regulated with age in Gastrocnemius and Triceps

brachii using a 2 by 3 by factorial analysis of muscle
RNAseq. (Log2FC: Log2 fold change).

Supplementary Table 3. Gene Ontology (GO) of genes
differentially regulated with age in Gastrocnemius and
Triceps brachii using a 2 by 3 by factorial analysis of
muscle RNAseq.

Supplementary Table 4. Gene Ontology (GO) of genes
commonly regulated with age in Gastrocnemius and
Triceps brachii using a 2 by 3 by factorial analysis of
muscle RNAseq.
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Supplementary Figure 1. Fiber type composition and fiber type IIB cross-sectional area in aged rats.
Tibialis anterior (A) and biceps brachii (B) fiber type composition and type 1B fiber cross-sectional area distribution.
n=4-5 per group, >1000 fibers per section were analyzed. * p<0.05 ** p<0.01 *** p<0.001 with a two-way ANOVA test.
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