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Supplementary Figure 1. Profile of carbohydrate, lipid and protein metabolism genes involved in energy metabolism
between IDH-wt and IDH-mut LGG. (A-C) Venn diagrams show carbohydrate, lipid and protein metabolism genes involved in energy
metabolism. (D and E) Heat map and GO analysis of differentially expressed carbohydrate metabolism genes between IDH-wt and IDH-mut
LGG. (F and G) Heat map and GO analysis of differentially expressed lipid metabolism genes. (H and |) Heat map and GO analysis of
differentially expressed protein metabolism genes.
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