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Supplementary Figure 1. Sequence similarity between RP11-424C20.2 and its parental gene UHRF1 (NM_001048201.2).
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Supplementary Figure 2. Correlation of UHRF1 expression with immune infiltration in ACC, LUAD, MESO, PRAD, SARC and
SKCM analyzed using the “Gene” module in TIMER.
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Supplementary Figure 3. Correlation analysis between UHRF1 expression and PD-1, PD-L1 and CTLA-4.
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