SUPPLEMENTARY MATERIALS
METHODS

Downloading mRNA expression profiles and clinical
information

We downloaded 387 cases from the GEO database and
obtained the gene expression matrix of the GSE10143
series. The cases of non-hepatocellular carcinoma were
deleted and there were 80 cases of hepatocellular
carcinoma. The mRNA expression profiles and clinical
information of the 80 cases were obtained.

RESULTS

Validation of training set survival analysis by
utilizing data from the GEO database

Data from the GEO database (GSE10143) showed that
high-risk group had a worse overall survival outcome

by Kaplan-Meier analysis (Supplementary Figure 1).
The P-values were < 0.05, which validated the
effectiveness of the risk score in survival analysis based
on the lasso Cox regression model.

Validation of risk score, survival status distribution
and heatmap of the training set by utilizing data
from the GEO database

Every patient was ranked based on the risk score (top of
Supplementary Figure 2). The risk score was elevated
from left to right. The distribution of the survival status
of each patient demonstrated that the higher the risk
score, the shorter the survival time and the fewer alive
patients in GSE10143 dataset (middle of Supplementary
Figure 2). The heatmaps showed that the expression of
the five prognostic genes was up-regulated in high-risk
groups in GSE10143 dataset (bottom of Supplementary
Figure 2).
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