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Supplementary Figure 1. Correlation between somatic mutations with gene expression. Amongthe 17 genes detected in Figure
1C, the mutation of 8 geneswere correlated with their expressionlevels: APC, DNAH11, FAT3, FAT4, KRAS, MUC5B, PIK3CA, and TP53. The

correlation analysis was performed based on TCGA.
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