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Supplementary Figure 1. Correlation between transcription-associated CDKs expression and tumor stage in breast cancer
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Supplementary Figure 2. Correlation between transcription-associated CDKs expression and molecular subtype in breast
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cancer patients (TCGA portal).

S X
P \)\e‘:’\ e
N\

o \x“‘% 0P ?@a N\
e

o“‘P‘ \)“‘6 o \>\°a N\
o

WWW.aging-us.com

AGING



CDK7 h CDK8 i L
0
PIK3CA 0 11 FEVTTDO0 ST A AT KT TTOVT D AWV PIK3CA 5e-05 T TNV W TV OO A0 T
TP53 0 L0 A A TN ORTIAMIT I AT T VT T TPS3 0 L0 T IO BT T AR T 1
coH1 0.00053 [ LI FINAICKENC AT M T E O IO T T CDH1 1e-05 T O T TR AW TR
PTEN 0.0758 05 5 1 o PTEN 0.45898 1 1 T T
BRCA1 0.20755 NN i BRCA1 3e-05 6 5 | o ) o |
BRCA2 0.10324 | BRCA2 0.26764 11NN
1 1
CDK9 ;o CDK10 ;
o | — °
PIK3CA 0.07368 NTRTMINEROLT IR0 YOI EOET D LRIETE A0 ORAN ST RORET TRMERE T PIK3CA 0.38361  |[INVIINLE AORAF0 000 AN 10 R UM CRSRA WO ERORIR L
TP53 0.02196 [T 0 R0 O 00 TP53 0.2944 QLRI A T ATV VT TR BT
CDH1 0.00105 01T O AT T VAT WA T CDH1 1e-05 100 1T T T
PTEN 0.00117 001 1 0 T 1 e PTEN 0.398 T 1 1 o o
BRCAT 0.05299 S e o o | ) 1 BRCA1 0.7297 111 o ) | |
BRCA2 0.53346 S 1 o e o BRCA2 0.01194 |NENER 0
1
o _ o —
0
PikscA 0.4106 [ EINHOIE] NN TAORD A RN CERVE MO0 RO ST AMTARIr I pikacA 0.72715 |10 DALAIIET O 0 OO OO O
Tp53 0.33553 W INETIN TSRO0 AERRIAT ERIR OO VM MR RO W nEn TP53 0.38057 TRRCERTETRTITE RCCTONRME TE TR0 FRURIN T TSR RATRT 00
coH1 o.00016  [MENNERIIEE AT TERIRTE TR ICR0 ROECT U g Tt CDH1 0.09448 B 111 110 T AR
PTEN o.8t672 [T T MINTCTE T[T T TITEAET IO T I PTEN 0.76837 1060 1 O 11
BRCA1 0.10499 NN 00 o i BRCA1 0.3746¢ [T I[N S e
BRCA2 0.1667¢ IR e BRCA2 0.41308 [ I IE I e
CDK12 4 | CDKI3 | h
0 0
PIK3CA 0.02554 PIK3CA 0.63281  LIIH{HUAER!VIEE 100 00 NRIA VT MO RO RN T
TPS3 0.00121 TP53 0.29416 T 0 DA BT AR N T TR O
CDH1 0.30844 CDH1 0.01218 I TONUUTI AT LT MO AT O W R T o
PTEN 0.18228 PTEN 0.26548 1 1 )
BRCA1 0.29821 BRCA1 0.52070 | NN
BRCA2 0.65989 BRCA2 0.72625 N0
1
CDK19 Gbksd ;
) 0 _
PIK3CA 0.03763 Pik3cA 0.11273 1IN OB RSN OO ONRI R T
TP53 0 TP53 0 JUOECEORE DO O ORI R  L 0 EEONGEETBER
CDH1 0.0422 CDH1 0 1T T TR AT T
PTEN 0.8013 PTEN 0.13816 0 1
BRCA1 0.30351 BRCA1 004269 [ [ [ [ T TIOE TEIm
BRCA2 0.77534 BRCA2 0.92866 | [IIL Il Il e e

Supplementary Figure 3. Correlation between the expression of transcription-associated CDKs and the mutation of highly
mutated genes in breast cancer patients (TCGA portal). The driver mutated (red) and not-mutated (gray) samples are shown.
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Supplementary Figure 4. Prognostic value of mRNA expression of distinct transcription-associated CDKs in breast cancer
patients by Kaplan-Meier Plotter tool. (A) Relapse-free survival; (B) Overall survival.
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