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Supplementary Figure 1. (A, B) gRT-PCR assay for snoRD126 expression in (A) HepG2 cells and (B) Huh7 cells after treatment with siRNAs
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126. Mean * SD, *¥*P<0.05, NS, not significant.
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Supplementary Figure 2. (A) The nucleo-cytoplasmic separation experiment was performed in Huh7 cells, and the qRT-PCR assay detected
the expression of snoRD126, U6, U44, and U48 in the cytoplasm, nuclear and nucleolus segment. (B) Fluorescent in situ hybridization (FISH)
analysis experiment was performed in Huh7 cells.
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