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Supplementary Figure 1. (A) Correlation analysis results of transcriptome sequencing data. (B) Overview of quality control of
transcriptome sequencing data. (C) Statistical graph of gene expression value distribution of transcriptome sequencing data.

Www.aging-us.com 1 AGING



Cc3 M1 M2 M3

Principal Component Analysis

170KD—
130KD—
g : 100KD—
§e E 70KD —
é - o 55KD —
g, 4 \ 40KD —

ks :
: 35KD —

=100 -50 L] 50 100
PC1 - Proportion of variance: 0.39
2500 —
1509 mm OuMm

Protein abundances

Supplementary Figure 2. (A) Principal component analysis of proteomic sequencing data. (B) SDS-PAGE test results of proteomic
sequencing data. (C) Protein abundances of housekeeping genes.
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