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Supplementary Figure 1. Analysis of TAM in the TCGA dataset. (A, B) The TAM was analyzed by MCPCOUNTER method. (C, D). The
TAM was analyzed by XCELL method.
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Supplementary Figure 2. Analysis of TAM in different WHO grade (A), age (B), gender (C), MGMT status (D) and IDH mutation status (E).
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Supplementary Figure 3. The relationship between risk score and different gender (A), age (B), IDH mutation status (C), and MGMT
status (D).

2 AGING

www.aging-us.com



