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Supplementary Figure 1. The K-M survival curve analyses of 8-genes. (A) MAGEE1; (B) C160RF54; (C) SPP1; (D) SLC20A1; (E)
KCNS3; (F) TRIM68; (G) CYB5D2; (H) CENPH.
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Supplementary Figure 2. The tROC analysis of the PRS.
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Supplementary Figure 3. The PRS as

TCGA-STAD; (G, H) TCGA-BRCA.

a valuable predictor for OS in other cancers. (A,
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B) TCGA-COAD; (C, D) TCGA-LIHC; (E, F)
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Supplementary Figure 4. ROC analysis of the complex model in validation sets. (A) the validation set I; (B) the validation set Il; (C)
the validation set IlI.
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