Supplementary Table 2. Sample information for public microarray datasets.

Senescence Paper GEO ID Sample Sample Organism  Cell type Treatment Detail information for Platform
type accession name treatment
Primary The cells were exposed to [HuGene—l_Q—
UV-induced UV neonatal . ssQVB 12 Jfem? ssUVR a single st] Aﬁymgtnx
model GSE60795 GSM1488774 amplel Human human irradiation time on a modified Hand GeneChip
_dermal exposure Foot I phototherapy Human Exon
fibroblasts instrument (National 1.0 ST array
Biological Corporation,
Beachwood, OH). This
instrument was fitted
with 8 UVA bulbs
(HOUVALITE
F24T12/BL/HO [PUVA],
National Biological
Corporation) that emit
95% UVA and 5% UVB.
UVA intensity was
. measured with a UVX
Prlmatryl R digital handheld ['t*]fge‘lt—f)'
UV-induced  Solar-simulated uv neonatal - SSUVE radiometer using the St ATYMELTIX
model ultraviolet GSE60795 GSM1488775 sample2 Human zumanI irradiation UVX-36 UVA sensor HGennglp
histone 3 UVB intensity was '
methylation measured with an
changes in the ILT1400 Photo detector
gene promoters of using the SEL240 UVB
matrix sensor (International
metalloproteinases Light, Newburyport,
1and 3in primary MA) The cells recovered
human dermal in fresh medium under
fibroblasts. normal culture conditions
for 24 hours prior to
collection.
Primary [HuGene-1_0-
. neonatal st] Affymetrix
:g d;’:duced GSE60795 GSM1488778 S:r:?’:: , Humen  human e)ir;iﬂe A sham exposure group  GeneChip
dermal (0 J/cm? ssUVR). The Human Exon
fibroblasts cells recovered in fresh 1.0 ST array
medium under normal
culture conditions for 24
Primary hours prior to collection. [HuGene-1 0-
. neonatal st] Affymetrix
UV-induced GSEG0795 GSM1488779 oM™ Human  humen Sham GeneChip
model ample2 exposure
dermal Human Exon
fibroblasts 1.0 ST array
normal
human
Pan-senescence fibroblasts A":Laf{‘?:r
:god;mduced transcriptome  GSE16761 GSM3260257 S;f;)l: . Human (fNrg;s tr;fg;m | LncRNA
analysis identified circumcised The cells were treated in microarray
RRAD as a foreskin of medium with Hzoz_for 2 V2.0
mr_;\rker and ajuvenile) h_and kept in medium
negative regulator without H,O, for 48 h.
of cellular normal Arraystar
i human Human
HOinduced — SERESCENCE oe1tever GsMmazeo258 202 Human  fibroblasts 2O LncRNA
model sample2 treatment R
(NHFs microarray
from V2.0
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circumcised

foreskin of
a juvenile)
normal
human
fibroblasts Arraystar
H,0-induced H.0 (NHFs H.0 Human
2 GSE116761 GSM3260259 2~2 Human 22 LncRNA
model sample3 from treatment R

. . microarray
circumcised V2.0
foreskin of '

a juvenile)

normal
human
fibroblasts Arraystar
H,0,-induced control (NHFs Human
2 GSE116761 GSM3260260 Human normal NHFs LncRNA
model samplel from ;

. . microarray
circumcised V2.0
foreskin of '

a juvenile)

normal
human
fibroblasts . Arraystar
H,0,-induced control (NHFs NHFs was cultured in Human
2~2 GSE116761 GSM3260261 Human normal NHFs ~ DMEM supplemented LncRNA
model sample2 from . . R

. . with 10% FBS (Gibco). microarray
circumcised V2.0
foreskin of '

a juvenile)

normal
human
fibroblasts Arraystar
H,0,-induced control (NHFs Human
22 GSE116761 GSM3260262 Human normal NHFs LncRNA
model sample3 from R

. . microarray
circumcised V2.0
foreskin of '

a juvenile)
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