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Supplementary Figure 1. Expressions of circadian factor family members in patients with different types of cancer (UALCAN 
database). The blue box represents the expression of the gene in general tissues, and the red box represents the expression of the gene in 

cancer. 
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Supplementary Figure 2. Transcription levels of circadian rhythm-related factors of the period (PER) and cryptochrome (CRY) 
family members in different types of cancer (Oncomine). This figure shows a dataset with statistically significant mRNA 

overexpression (red) or downregulated expression (blue) of circadian rhythm-related PER and CRY family factors with the following 
parameter design thresholds of a multiple of change of 1.5 and a p value of <0.05. 
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Supplementary Figure 3. cBioPortal analysis of circadian rhythm-related gene changes in small cell lung cancer (SCLC) and its 
impact on overall survival in SCLC patients. 
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Supplementary Figure 4. Analysis of protein-protein interactions of PER (period) and CRY (cryptochrome) family members of 
lung adenocarcinoma (LUAD) patients and the network constructed by STRING. (A) Network of PER1, PER2, and PER3. (B) Network 

of CRY1 and CRY2. 
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Supplementary Figure 5. KEGG pathway with the highest correlations with individual PER (period: PER1, PER2, and PER3), 
and CRY (cryptochrome) family members. (A) KEGG pathways of PER2. (B) KEGG pathways of PER3. (C) KEGG pathways of CRY family 

members. 


