SUPPLEMENTARY TABLES

Supplementary Table 1. Clinicopathological characteristics and risk group of 5 arincRNAs in 421 patients with
ovarian cancer in TCGA.

High-risk group Low-risk group
(N =211) (N =210)

Age

<60 118 (55.9%) 114 (54.3%)

>60 93 (44.1%) 96 (45.7%)
Stage

111 13 (6.2%) 12 (5.7%)

" 164 (77.7%) 165 (78.6%)

v 32 (15.2%) 32 (15.2%)

Missing 2 (0.9%) 1 (0.5%)
Status

Survive 73 (34.6%) 86 (41.0%)

Dead 138 (65.4%) 124 (59.0%)

Supplementary Table 2. The specific sequences of primers required for gRT-PCR and siRNA.

Target Sequence

F: TGTAAAACGACGGCCAGT

R: CAGGAAACAGCTATGACC

F: AATAAGCCTAACCATTACCATAG
R: TTGTTGAAGCGTGGAGATT

F: CCGCGATTTGGCGTTAACTT

R: TCCAAAGATGGCCTCGGTTC

F: AACTTTGCTGAAGAGGCGGA

R: TATGGCAGGAAGGACATTGGG

F: TGTGCTTCACCATGCTCCAT

R: TTAGTGCTC CGGCCAACAA
SiPRR34-AS1 UAAGUUAACGCCAAAUCGCGG (dT)(dT)
SiISPAG5-AS1 GGAGGUUGUUCAUGGUAAA (dT)(dT)

LINC01094 RT primer
AC106801.1 RT primer
PRR34-AS1 RT primer
SPAG5-AS1 RT primer

CACNA1G-AS1 RT primer
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