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Supplementary Figure 1. Risk score for target gene signature and OS in PCa patients. (A) Risk score of an 8-gene signature for
predicting OS. (B) Survival status and duration of cases. (C) Heatmap of the 8 gene expression in PCa patients. (D) Kaplan-Meier curve for
OS in the low- and high-risk groups. (E) ROC curve for the OS prediction of risk score model.
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Supplementary Figure 2. The significant associations of the risk scores with immune score, stromal score, ESTIMATE score,
and the infiltration of 22 immune cell subtypes. (A) The associations of risk score for predicting OS of PCa patients with immune
score, stromal score, ESTIMATE score, and the infiltration of immune cell subtypes. (B) The associations of risk score for predicting DFS of
PCa patients with the infiltration of immune cell subtypes. (C) The associations of risk score for predicting PFS of PCa patients with immune

score, stromal score, ESTIMATE score, and the infiltration of 22 immune cell subtypes.
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Supplementary Figure 3. (A, B) DNMT3B correlation with signaling pathways in GO (A) and KEGG (B) collection. (C, D) HPRT1 correlation
with signaling pathways in GO (C) and KEGG (D) collection. (E, F) RXRB correlation with signaling pathways in GO (E) and KEGG (F) collection.
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