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Supplementary Figure 1. UpSet plot illustrating interactions among the seven AS types detected for all parent genes of HNSC.
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Supplementary Figure 2. Schematic diagrams depicting the structures of ASEs. RNA-seq validation of ASEs is displayed at the
bottom of the right panel.
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Supplementary Figure 3. Schematic diagrams depicting the structures of ASEs. RNA-seq validation of ASEs is displayed at the
bottom of the right panel.
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